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Abstract; The membrane fouling, nitrogen removal effect and microbial community of an anoxic-
oxic membrane bioreactor (AO — MBR) during long-term operation were systematically investigated under
different temperatures. The results showed that the average membrane cleaning cycle of the AO — MBR
was increased from 18 days to 30 days with the temperature increasing from a low value in the winter to a
high value in the summer. This might be related to the change of sludge viscosity, EPS content and
microbial community. Although TN load of the sludge in the AO — MBR was higher at high temperature in
the summer than that in the winter, the NH,” — N and TN concentration in the effluent were lower in some
days in the summer than that in the winter. It was found that the sludge had higher diversity in summer
according to analysis of the microbial community, and the relative abundance of Nitrospirae, Acidobacteria
and Planctomycetes which played a key role in nitrogen removal was higher than those in the winter. This
might explain why effective removal of nitrogen was obtained in the summer.
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Fig.1 Change of TMP and temperature in AO — MBR
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Fig.2 Nitrogen concentration of the influent and
effluent in AO — MBR
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Fig.3 Rarefaction curve of the sludge samples

in winter and summer
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Tab.1 Richness indicator of sludge samples in winter and summer
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Fig.4 Comparison of microbial community of sludge samples
in winter and summer
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