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Abstract: In order to investigate the impact of municipal tail water recharged to runoff on aquatic
ecology, high-throughput sequencing was tested on the periphytic microorganisms at sewage outlet, and
the relationship between microbial community and effluent quality was analyzed. The results showed when
the average effluent COD, NH,'~N and TP reached level IV standard for surface water, the outlet was
enriched with pathogenic bacteria such as Flavobacterium, Acinetobacter, Burkholderia and common
bacteria in activated sludge such as ammonia oxidizing bacteria Nitrosomonas, denitrifying bacteria
Lysobacter, phosphorus accumulating bacteria Enterobacte. The average effluent COD and TN were

negative correlated with Enterobacter abundance (r were —0.931 and —0.909 respectively), and the average
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effluent TN was positively correlated with the abundance of Xanthomonadaceae (r was 0.964). The

vicinity of outlet is not conducive to accumulate denitrifying bacteria such as Dechloromonas, thus it is

difficult to reduce the NO, =N in the receiving water by microorganisms in the tail water.
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Fig.3 Species distribution of microorganisms in each
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Fig.4 Monthly average value of effluent quality of sewage
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Fig.5 Periphytic green algae downstream of the outlets of

sewage treatment plants
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